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[Abstract]  Objective To investigate the expression differences of long non - coding RNA
(NONHSAT005760.2) in postmenopausal osteoporosis and normal bone mass female patients and its role in
osteoblastic differentiation of human bone mesenchymal stem cells (h-BMSCs). Methods The samples of
patients undergoing physical examinations in our hospital throughout 2019 were collected, and 30 women with
bone mineral density T value ==1 SD were selected as the normal bone mass group (30 cases), and 30 women
with T value <-2.5 SD served as the osteoporosis group. The age was 55 to 70 years old (mean 60 years old).
The relative expression level of IncRNA in blood was detected by IncRNA sequencing and gPCR. qPCR was
used to detect the expression of differential IncRNA during osteogenic differentiation of hBMSCs. Results  As
compared with normal bone mass group, the level of IncRNA (NONHSAT(005760.2) in the peripheral blood of
patients in the osteoporosis group was significantly increased (P <0.01), and that was increased during
osteoblastic differentiation of h - BMSCs. Conclusion NONHSATO005760.2 is highly expressed in the
peripheral blood of patients with osteoporosis, and its content decreases significantly during the process of
osteogenic differentiation, indicating that it is closely related to osteoporosis and is expected to become a
molecular marker of osteoporosis.
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