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B3R 55 S = A A A 53k, qRT-PCR A 1l #H 56 SE A Runt AH G 53 I F 2 (runt-related transcrip-
tion factor 2, Runx2) SE48 45 4% % K 1 (Osterix/Sp7 ) HESFEIEILIH T4 (activating transcription factor 4,
ATF4) 1S H (bone sialoprotein, BSP) I35 ; Bl PE R (alkaline phosphatase, ALP) 1% P A A7) &
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[Abstract] Objective To investigate the effect of Connexin 43 (Cx43) on the osteogenic differentiation
of bone marrow mesenchymal stem cells (BMSCs). Methods The Cx43 gene was cloned and connected to the
lentiviral expression vector pHBLV -CMVIE-Puro. The recombinant lentiviral vectors and packaging plasmids
were mixed and co-transfected into 293T cells for packaging and producing virus. BMSCs were isolated from
cultured mice. Flow cytometry was used to identify the surface markers. BMSCs were transfected with the
lentiviral vector pHBLV-Cx43-Puro (Cx43 group) and pHBLV-CMVIE-Puro (empty body group), and a blank
control group was established. Cx43 mRNA and protein were detected by qRT-PCR and Western blotting in
these groups. The expression of osteoblast specific genes in BMSCs, such as runt-related transcription factor 2
(Runx2), Osterix/Sp7, activating transcription factor (ATF4) and bone sialoprotein (BSP) was detected by qRT-
PCR after the osteoinductive culture. The expression of ALP enzyme activity was determined by ALP activity
assay. Results Flow cytometry showed that BMSCs were positive for CD29, CD44, CD90, and negative for
CD14, CD34. The Cx43 mRNA and protein expression of BMSCs transfected with pHBLV - Cx43 - Puro was
significantly higher than other two groups. The expression levels of osteogenic-related genes (Runx2, Osterix/
Sp7, ATF4, BSP) and ALP activity in Cx43 lentiviral transfected BMSCs after induction were significantly
higher than other two groups (P <0.05). Conclusion The osteoblastic differentiation of BMSCs can be
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remarkably promoted by Cx43 high expression. Cx43 may be an effective intervention target for the repair of

bone injury.
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